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AACCTGCGGT TGGATCACCT CCTTALCCTTA AAGAAGCGTA CTTTGCAGTG CTCACACAGA
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Fig. 4 The high divergent rDN A spacer region between S.enteritidis and E. coli
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Cloning and Sequence Analysis of Two Types of rDNA 16 s~ 23 5
Intergenic Spacer from Salmonella enteritidis

Zhou Hui Qu Lianghu  Chen Yueqin  Lu Yongjun  Shi Suhua

Abstract Two types of tDN A 165~ 23s intergenic spacer from S. enteritidis were cloned
and sequenced by using agarose gel separation of PCR products. The small rDN A spacer,
containing a Glu tRN A gene, is 354 b in length; while the large rDN A spaceris 518 b long
due to the existings of Ile and Ala tRN A genes withinit. By computer analysis, the two
rDN A spacers were found to be closely related to E. wli rRN A operonrrnE and rrmH, re-
spectively. Moreover, a 71 b insert, which is most probably a characteristic of genus
Salmonella, was discovered in the high divergent region of the large rDN A spacerof S. en—
teritidis.

Keywords Salmonella enteritidis, rDN A, sequence, spacer

* . Schoolof Life Sciences, Zhongshan University, Guangzhou 510275



